
PEER REVIEW HISTORY 

BMJ Open publishes all reviews undertaken for accepted manuscripts. Reviewers are asked to 

complete a checklist review form (http://bmjopen.bmj.com/site/about/resources/checklist.pdf) and 

are provided with free text boxes to elaborate on their assessment. These free text comments are 

reproduced below.   

 

ARTICLE DETAILS 

TITLE (PROVISIONAL) Rapid spread of Neisseria gonorrhoeae ciprofloxacin resistance due 
to a newly introduced resistant strain in Nuuk, Greenland, 2012-15. 
A community based prospective cohort study. 

AUTHORS Pedersen, Michael; Poulsen, Peter; Berthelsen, Lene; Nørgaard, 
Christina; Hoffmann, Steen; Jensen, Jørgen 

 

VERSION 1 - REVIEW 

REVIEWER MAKOTO OHNISHI 
National Institute of Infectious Diseases  
Japan 

REVIEW RETURNED 12-Apr-2016 

 

GENERAL COMMENTS Authors described MIC and genotype distribution of Neisseria 
gonorrhoeae isolated in Nuuk, Greenland, 2012-2013. Also in 
addition to the isolates, they analyzed 2014-2015 isolates, since a 
ciprofloxacin resistant N. gonorrhoeae was introduced to Greenland. 
The data presented in the manuscript is concrete and is valuable for 
construction of strategy against N. gonorrhoeae infections in 
Greenland, and moreover it may be an important finding to 
understand how a particular N. gonorrhoeae clone becomes 
predominant.  
 
1 The situation according to gonorrhea in Greenland is curious, e.g. 
“why is the prevalence so high?” “why is highly susceptible strains 
circulated?” To help readers, the possible explanations should be 
put in the introduction. Related to this, although in the manuscript 
authors used a phrase “a large sexual network” (e.g. line 48), it is 
unclear what it means.  
 
2 Line 44; “The ciprofloxacin resistant strain belonged to ST2400 
and dominated the population within six months after its introduction”  
This sentence should be rephrased.  
I cannot understand why authors can state “within six months”.  
(Lines 56-7 etc...)  
 
3Line 111; “locally” should be clarified.  
 
4 Line 113; “64%” how many isolates were analyzed?  
 
5 Lines 159-161; according to 2014-2015 isolates, data about only 
Cip was provided. If possible authors had better to describe data of 
other antimicrobials.  
 
6 Line 162- Molecular typing:  
What does a “cluster” mean? As the criteria is not clear, it is difficult 
to read the section of molecular typing. A phrase of “, and five of 
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seven ~ the major clusters” in lines 164-165 is better to located in 
the latter part, since this is based on the tree. Also “a major cluster” 
and “the second largest cluster” in Lines 166 and 167 should be 
changed to as like “a prevalent ST”, since “31” is the number of 
ST9816, which does not include additional two isolates “ST9975 and 
ST9977”, which could be the member of “the second largest cluster”. 
At least “the three major clusters” in Line 170 includes ST9975, 
ST9977 and ST9976.  
Lines 176-178; It is better to just mention 2 nucleotide difference 
between porB alleles of ST2400 and ST11783.  
 
7 Lines 210-212; In line 170-171, author mentioned “equal 
population”, but it is not sure that is significant or not. Due to lack of 
solid data, it is difficult to evaluate “no apparent temporary change”, 
and the speculation (?) “few but widespread sexual networks in 
Nuuk”  
 
8 Line 223; October 2014, the recommended method was changed 
to the CRO/AZM dual therapy. What was happen? Cip-R outbreak 
was vanished?  
 
Minor points  
Line 79; “1,366 strains”  
Line 121 “Gram-“  
Table 1; There is no criteria of intermediate for some antimicrobials. 
Table 1 should be revised.  
Line 172; A few > Four N. gonorrhoeae isolates unrelated the major 
clusters in Greeland  
Line 328; “The 18 strains”? 

 

REVIEWER Prof. Manju Bala 
VMMC & Safdarjung Hospital, New Delhi, India. 

REVIEW RETURNED 14-Apr-2016 

 

GENERAL COMMENTS Comments on the paper entitled “Rapid spread of Neisseria 
gonorrhoeae resistance due to a newly introduced resistant strain in 
Nuuk, Greenland, 2012- 13”.  
 

Article summary    
 
Page 2, Line 56: In the sentence ‘An NG-MAST ST2400 clone with 
ciprofloxacin was introduced’, please insert resistance after 
ciprofloxacin.  
 
Patients and Methods  
 
Page 6, Line 135-136: Authors have mentioned that N. gonorrhoeae 
multi-antigen sequence typing (NG-MAST) DNA strain typing14 was 
performed according to the standard protocol with minor 

modifications. What were these minor modifications.    
 
Results  
 
Page 7, Line 159-161 and Page 10, Line 1: Authors have written that 
‘Among the 18 strains collected in June 2014 to January 2015 after 
the introduction of ciprofloxacin resistance, 4 (22%) were 
ciprofloxacin susceptible whereas 13 (78%) were resistant’. In line 
161, it should be 14 instead of 13 as 14 accounts for 78%.  
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Figure 1  
 
Page 14, Line 328: In the sentence ‘The 20 strains isolated during 
the outbreak of ciprofloxacin resistant N. gonorrhoeae are marked 
with grey shading’, please replace 20 by 18 as described in earlier 

text and depicted in tree with grey shading.   
 

 

REVIEWER Olusegun O. Soge, PhD 
University of Washington, USA 

REVIEW RETURNED 15-Apr-2016 

 

GENERAL COMMENTS The manuscript by Pedersen et al. presents interesting data on the 
antimicrobial susceptibility and genotypes of Neisseria gonorrhoeae 
isolates collected in Nuuk, Greenland, and the rapid spread of a 
newly introduced ciprofloxacin resistant strain, NG-MAST ST2400. 
The authors found all 102 isolates collected from March 2012 - 
February 2013 to be fully susceptible to ciprofloxacin, azithromycin, 
spectinomycin, gentamicin, and ceftriaxone, and represented 10 
different ST (NG-MAST) types. The first ciprofloxacin resistant N. 
gonorrhoeae isolate was identified in early 2014. I have suggested 
important modifications which would improve the manuscript.  
 
1) The title suggests that there was a rapid spread N. gonorrhoeae 
strains due to a newly introduced resistant strain in Nuuk, 
Greenland, 2012 -2013. This is contrary to the data presented in this 
manuscript because all the 102 isolates collected from 2012-2013 
were fully susceptible to ciprofloxacin, azithromycin, spectinomycin, 
gentamicin, and ceftriaxone, and the first ciprofloxacin resistant 
strain was identified in 2014. The authors should revise the title and 
specify “Neisseria gonorrhoeae resistance” as “Neisseria 
gonorrhoeae ciprofloxacin resistance”  
 
2) Abstract Page 2  
a) Methods  
Lines 32-37: The authors should state the breakpoints for 
susceptibility, reduced susceptibility and resistance to ciprofloxacin.  
Characterization of ciprofloxacin resistant isolates should have 
included determining mutations in the quinolone resistance 
determining regions (QRDR) of the gyrA and parC genes.  
b) Results  
Lines 41-42: What is the NG-MAST ST of the major cluster which 
was found to be related to 5 of the 7 NG-MAST types with single 
isolate?  
Line 42: 96% of how many isolates? State the sequence types (STs) 
of the three major clusters.  
Line 43: 55% of how many isolates? 60 isolates were assigned 
ST210 representing 59% of 102 isolates or 50% of all the isolates 
included in this study (102 isolates collected from 2012-2013 plus 18 
isolates collected in 2014 through January 2015). See Figure 1, 
page 16.  
Lines 43-44: Provide MIC data for the ST2400 ciprofloxacin resistant 
strain  
Do all the ciprofloxacin resistant isolates belong to ST2400? 12 
isolates were assigned ST2400 in Figure 1 versus 13 ciprofloxacin 
resistant isolates listed on page 7, line 161.  
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c) Article summary  
Line 56: Revise sentence as follows “An NG-MAST ST2400 clone 
with ciprofloxacin resistance……..”  
Line 60: Change “a new resistant clone” to “a new ciprofloxacin 
resistant clone”  
 
3) Introduction Page 4, line 79, “1.366 strains” should be listed as 
“1,366 strains”  
 
4) Patients and Methods Pages 5 & 6  
a) Lines 111-113: What is the ciprofloxacin MIC of the single isolate 
collected in January 2014 that was considered to be ciprofloxacin 
resistant? Was the isolate tested for other antibiotics? Can you 
provide information on why it was believed that the introduction of 
ciprofloxacin resistant isolate was contained?  
When was the first ciprofloxacin resistant isolate actually detected in 
Nuuk?  
Line 111 – “In January 2014, a single isolate was ciprofloxacin 
resistant, but it was initially believed that this introduction was 
contained.”  
Lines 217-219, “However, in March 2014, the first ciprofloxacin 
resistant isolate was detected in Nuuk as a result of the ongoing 
surveillance.”  
b) Line 113: 64% of how many isolates?  
c) Lines 114: Why were 17 isolates randomly selected for inclusion 
in the study? Did the authors collect additional isolates from January 
2014 to January 2015 not included in the study?  
d) Lines 125-126: “Strains with a minimal inhibitory concentration 
(MIC) for ciprofloxacin ≤0.032 mg/l were considered susceptible.”  
Were the isolates with ciprofloxacin MIC >0.032 considered 
ciprofloxacin resistant? It is important to state the breakpoints for 
reduced susceptibility and resistance to ciprofloxacin and provide 
MIC data for the ciprofloxacin resistant isolates.  
e) Line 129: The authors should mention the method used for MIC 
determination at Statens Serum Institut (SSI) and provide the MIC 
breakpoints for all the antibiotics tested. Was ciprofloxacin included 
in the panel of antibiotics tested at SSI?  
f) Line 131: Please provide references for the WHO and EUCAST 
MIC breakpoints.  
 
5) Results Pages 6 & 7  
a) Lines 155 - 157: Mention tetracycline MIC results  
b) Lines 160-161: Double check the percentage for ciprofloxacin 
resistant isolates [13/18 (72%) or 14/18 (78%)].  
It would be informative to provide MICs of ciprofloxacin and other 
antimicrobials for the 18 isolates collected from June 2014 – January 
2015.  
c) Lines 163-164: How many NG-MAST STs were identified? Twelve 
NG-MAST STs (ST10008, ST9819, ST9817, ST9976, ST210, 
ST11783, ST2400, ST1387, ST9816, ST9975, ST9977, and 
ST7200) were included in Figure 1, page 16.  
I am assuming that 10 STs were assigned to the 102 isolates 
collected from 2012 – 2013 and 2 additional STs were identified 
among the ciprofloxacin resistant isolates collected from 2014 – 
January 2015. Please clarify.  
 
6) Discussion  
Lines 215 – 217: Can the authors provide additional information on 
the first case of ciprofloxacin resistance associated with treatment 
failure in a small settlement south of Nuuk? Does this case fulfill the 
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criteria for a verified treatment failure (Expert Rev Anti Infect Ther 
2009; 7: 821–834)? What was the ciprofloxacin MIC? Was the 
patient retreated with a different antibiotic? Was the isolate further 
characterized? Were the additional 4 resistant isolates obtained by 
“careful partner tracing” characterized?  
Table 1 Page 13: The authors should consider adding ciprofloxacin 
MIC data to Table 1 and the footnotes should include MIC 
breakpoints for all the antibiotics tested.  
Figure 1 legend, page 14: “The 20 strains isolated during the 
outbreak of ciprofloxacin resistant N. gonorrhoeae are marked with 
grey shading”  
The authors should ensure that the data presented in Figure 1 are 
consistent with those described in the text. A total of 120 isolates 
described in the text included 102 isolates collected from 2012-2013 
plus 18 isolates collected during the outbreak of ciprofloxacin 
resistant N. gonorrhoeae strain.  

 

VERSION 1 – AUTHOR RESPONSE 

Reviewer: 1  

 

Reviewer Name  

MAKOTO OHNISHI  

 

Institution and Country  

National Institute of Infectious Diseases Japan  

 

Please state any competing interests or state ‘None declared’:  

None declared  

 

Please leave your comments for the authors below  

Authors described MIC and genotype distribution of Neisseria gonorrhoeae isolated in Nuuk, 

Greenland, 2012-2013. Also in addition to the isolates, they analyzed 2014-2015 isolates, since a 

ciprofloxacin resistant N. gonorrhoeae was introduced to Greenland. The data presented in the 

manuscript is concrete and is valuable for construction of strategy against N. gonorrhoeae infections 

in Greenland, and moreover it may be an important finding to understand how a particular N. 

gonorrhoeae clone becomes predominant.  

 

1 The situation according to gonorrhea in Greenland is curious, e.g. “why is the prevalence so high?” 

“why is highly susceptible strains circulated?” To help readers, the possible explanations should be 

put in the introduction. Related to this, although in the manuscript authors used a phrase “a large 

sexual network” (e.g. line 48), it is unclear what it means.  

We have inserted a sentence with two references aiming to explain the epidemiological situation in 

Greenland “The reason for the high prevalence of STIs in the community is complex and not obvious. 

The most dramatic increase in prevalence of STIs was observed in the 1960’ties and 70’ties and has 

been linked to social problems caused by dramatic and rapid changes towards a modern industrial 

society.1 In general, urbanization has been related to an increased risk of STIs among many 

indigenous populations.5 “  

 

2 Line 44; “The ciprofloxacin resistant strain belonged to ST2400 and dominated the population within 

six months after its introduction”  

This sentence should be rephrased.  

Now reads: “The newly introduced ciprofloxacin resistant strain belonged to ST2400 and dominated 

the population with 59% resistant strains within six months after its introduction.”  
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I cannot understand why authors can state “within six months”.  

(Lines 56-7 etc...)  

This is now explained in more detail in the main text of the document.  

 

3Line 111; “locally” should be clarified.  

Now reads “the established scheme was continued locally in Nuuk”  

 

4 Line 113; “64%” how many isolates were analyzed?  

The data has now been given as a proportion of strains in September/October to match data in a 

recent publication. “However, in September/October 2014, 59% of 44 isolates were ciprofloxacin 

resistant.13”  

 

5 Lines 159-161; according to 2014-2015 isolates, data about only Cip was provided. If possible 

authors had better to describe data of other antimicrobials.  

Data for other antimicrobials for the index strain is now included “Among the 18 strains collected in 

June 2014 to January 2015 after the introduction of ciprofloxacin resistance, 4 (22%) were 

ciprofloxacin susceptible whereas 14 (78%) were resistant to ciprofloxacin, The index ciprofloxacin 

resistant ST 2400 stain was susceptible to ceftriaxon, tetracycline, gentamicin, and spectinomycin, 

and had intermediate susceptibility to benzylpenicillin and azithromycin.”  

 

 

6 Line 162- Molecular typing:  

What does a “cluster” mean? As the criteria is not clear, it is difficult to read the section of molecular 

typing. A phrase of “, and five of seven ~ the major clusters” in lines 164-165 is better to located in the 

latter part, since this is based on the tree. Also “a major cluster” and “the second largest cluster” in 

Lines 166 and 167 should be changed to as like “a prevalent ST”, since “31” is the number of ST9816, 

which does not include additional two isolates “ST9975 and ST9977”, which could be the member of 

“the second largest cluster”. At least “the three major clusters” in Line 170 includes ST9975, ST9977 

and ST9976.  

Lines 176-178; It is better to just mention 2 nucleotide difference between porB alleles of ST2400 and 

ST11783.  

This part has been completely rearranged and data analysed according to the internationally 

accepted genogroup concept. We agree that this should have been done initially.  

 

7 Lines 210-212; In line 170-171, author mentioned “equal population”, but it is not sure that is 

significant or not. Due to lack of solid data, it is difficult to evaluate “no apparent temporary change”, 

and the speculation (?) “few but widespread sexual networks in Nuuk”  

We agree that this may be too speculative and the section not reads: “All three clusters were 

apparently present in equal proportions throughout the study period, suggesting ongoing transmission 

in three different networks. However, the number of strains were limited”  

 

8 Line 223; October 2014, the recommended method was changed to the CRO/AZM dual therapy. 

What was happen? Cip-R outbreak was vanished?  

Not sure how to understand this question. Until October 2014, ciprofloxacin monotherapy was still 

used unless there was knowledge about transmission from a patient with ciprofloxacin resistant 

infection. We admit that the change to CRO/AZM dual therapy should probably have been initiated 

earlier.  

 

Minor points  

Line 79; “1,366 strains”  

Changed as requested  
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Line 121 “Gram-“  

Changed as requested  

 

Table 1; There is no criteria of intermediate for some antimicrobials. Table 1 should be revised.  

Changed as requested by introducing breakpoints in the table.  

 

Line 172; A few > Four N. gonorrhoeae isolates unrelated the major clusters in Greeland  

Changed as requested  

 

Line 328; “The 18 strains”?  

Changed as requested  

 

 

Reviewer: 2  

 

Reviewer Name  

Prof. Manju Bala  

 

Institution and Country  

VMMC & Safdarjung Hospital, New Delhi, India.  

 

Please state any competing interests or state ‘None declared’:  

None declared.  

 

Please leave your comments for the authors below  

Comments on the paper entitled “Rapid spread of Neisseria gonorrhoeae resistance due to a newly 

introduced resistant strain in Nuuk, Greenland, 2012- 13”.  

 

Article summary  

 

 

Page 2, Line 56: In the sentence ‘An NG-MAST ST2400 clone with ciprofloxacin was introduced’, 

please insert resistance after ciprofloxacin.  

Changed as requested  

 

Patients and Methods  

 

Page 6, Line 135-136: Authors have mentioned that N. gonorrhoeae multi-antigen sequence typing 

(NG-MAST) DNA strain typing14 was performed according to the standard protocol with minor 

modifications. What were these minor modifications.  

Now given in brackets “(use of a Hot-start Taq-DNA polymerase and a touch-down PCR)”  

 

 

Results  

 

Page 7, Line 159-161 and Page 10, Line 1: Authors have written that ‘Among the 18 strains collected 

in June 2014 to January 2015 after the introduction of ciprofloxacin resistance, 4 (22%) were 

ciprofloxacin susceptible whereas 13 (78%) were resistant’. In line 161, it should be 14 instead of 13 

as 14 accounts for 78%.  

Changed as requested, sorry for the typo  

Figure 1  
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Page 14, Line 328: In the sentence ‘The 20 strains isolated during the outbreak of ciprofloxacin 

resistant N. gonorrhoeae are marked with grey shading’, please replace 20 by 18 as described in 

earlier text and depicted in tree with grey shading.  

Changed as requested  

 

 

 

 

Reviewer: 3  

 

Reviewer Name  

Olusegun O. Soge, PhD  

 

Institution and Country  

University of Washington, USA  

 

Please state any competing interests or state ‘None declared’:  

None declared  

 

Please leave your comments for the authors below  

The manuscript by Pedersen et al. presents interesting data on the antimicrobial susceptibility and 

genotypes of Neisseria gonorrhoeae isolates collected in Nuuk, Greenland, and the rapid spread of a 

newly introduced ciprofloxacin resistant strain, NG-MAST ST2400. The authors found all 102 isolates 

collected from March 2012 - February 2013 to be fully susceptible to ciprofloxacin, azithromycin, 

spectinomycin, gentamicin, and ceftriaxone, and represented 10 different ST (NG-MAST) types. The 

first ciprofloxacin resistant N. gonorrhoeae isolate was identified in early 2014. I have suggested 

important modifications which would improve the manuscript.  

 

1) The title suggests that there was a rapid spread N. gonorrhoeae strains due to a newly introduced 

resistant strain in Nuuk, Greenland, 2012 -2013. This is contrary to the data presented in this 

manuscript because all the 102 isolates collected from 2012-2013 were fully susceptible to 

ciprofloxacin, azithromycin, spectinomycin, gentamicin, and ceftriaxone, and the first ciprofloxacin 

resistant strain was identified in 2014. The authors should revise the title and specify “Neisseria 

gonorrhoeae resistance” as “Neisseria gonorrhoeae ciprofloxacin resistance”  

Changed as requested  

 

2) Abstract Page 2  

a) Methods  

Lines 32-37: The authors should state the breakpoints for susceptibility, reduced susceptibility and 

resistance to ciprofloxacin.  

Due to space constraints, only the susceptible breakpoint for ciprofloxacin is given in the abstract, but 

breakpoints have now been added to Table 1  

 

Characterization of ciprofloxacin resistant isolates should have included determining mutations in the 

quinolone resistance determining regions (QRDR) of the gyrA and parC genes.  

Although we agree that this would be interesting, it was not within the scope of the present 

manuscript.  

 

b) Results  

Lines 41-42: What is the NG-MAST ST of the major cluster which was found to be related to 5 of the 7 

NG-MAST types with single isolate?  
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As mentioned in response to reviewer 1, we have reanalysed the data using the genogroup concept 

and results have been presented accordingly. We believe that this has provided an easier 

interpretation of the data  

 

Line 42: 96% of how many isolates? State the sequence types (STs) of the three major clusters.  

Changed as requested using genogrouping  

 

Line 43: 55% of how many isolates? 60 isolates were assigned ST210 representing 59% of 102 

isolates or 50% of all the isolates included in this study (102 isolates collected from 2012-2013 plus 

18 isolates collected in 2014 through January 2015). See Figure 1, page 16.  

Sentence now reads “Ten different NG-MAST types circulated in Nuuk but seven were found as 

single isolates, and three of the seven belonged to one of the three major genogroups (G210, G9816, 

and G9817) together comprising 96% of the 102 isolates. ST210 accounted for 55% of the 102 

strains.  

 

Lines 43-44: Provide MIC data for the ST2400 ciprofloxacin resistant strain Do all the ciprofloxacin 

resistant isolates belong to ST2400? 12 isolates were assigned ST2400 in Figure 1 versus 13 

ciprofloxacin resistant isolates listed on page 7, line 161.  

Ciprofloxacin MIC for the index strain is given and genogroup description used.  

 

c) Article summary  

Line 56: Revise sentence as follows “An NG-MAST ST2400 clone with ciprofloxacin resistance……..”  

Changed as requested  

Line 60: Change “a new resistant clone” to “a new ciprofloxacin resistant clone”  

Changed as requested  

 

3) Introduction Page 4, line 79, “1.366 strains” should be listed as “1,366 strains”  

Changed as requested  

 

4) Patients and Methods Pages 5 & 6  

a) Lines 111-113: What is the ciprofloxacin MIC of the single isolate collected in January 2014 that 

was considered to be ciprofloxacin resistant? Was the isolate tested for other antibiotics?  

The index ST2400 strain has been described in more detail.  

 

Can you provide information on why it was believed that the introduction of ciprofloxacin resistant 

isolate was contained?  

This was due to a long lag-phase until the first resistant strains re-appeared. This is now mentioned. 

Probably, the lack of detection was due to the low coverage of culture.  

 

When was the first ciprofloxacin resistant isolate actually detected in Nuuk?  

Line 111 – “In January 2014, a single isolate was ciprofloxacin resistant, but it was initially believed 

that this introduction was contained.”  

Lines 217-219, “However, in March 2014, the first ciprofloxacin resistant isolate was detected in Nuuk 

as a result of the ongoing surveillance.”  

It is now mentioned that the index was isolated out of Nuuk.  

 

b) Line 113: 64% of how many isolates?  

Now reads: “However, in September/October 2014, 59% of 44 isolates were ciprofloxacin 

resistant.13”  

 

c) Lines 114: Why were 17 isolates randomly selected for inclusion in the study? Did the authors 

collect additional isolates from January 2014 to January 2015 not included in the study?  
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More isolates were obtained and susceptibility tested. However, they were not stored and could not 

be analysed in the present study.  

 

d) Lines 125-126: “Strains with a minimal inhibitory concentration (MIC) for ciprofloxacin ≤0.032 mg/l 

were considered susceptible.”  

Were the isolates with ciprofloxacin MIC >0.032 considered ciprofloxacin resistant? It is important to 

state the breakpoints for reduced susceptibility and resistance to ciprofloxacin and provide MIC data 

for the ciprofloxacin resistant isolates.  

Breakpoints are now given in table 1  

 

e) Line 129: The authors should mention the method used for MIC determination at Statens Serum 

Institut (SSI) and provide the MIC breakpoints for all the antibiotics tested. Was ciprofloxacin included 

in the panel of antibiotics tested at SSI?  

Etest was used at SSI – this is now mentioned. Ciprofloxacin MICs were not repeated at SSI  

 

f) Line 131: Please provide references for the WHO and EUCAST MIC breakpoints.  

Reference inserted  

 

5) Results Pages 6 & 7  

a) Lines 155 - 157: Mention tetracycline MIC results  

Now reads: “No strain was tetracycline resistant, but 21 had intermediate susceptibility.”  

 

b) Lines 160-161: Double check the percentage for ciprofloxacin resistant isolates [13/18 (72%) or 

14/18 (78%)].  

Has been changed – sorry for the typo.  

It would be informative to provide MICs of ciprofloxacin and other antimicrobials for the 18 isolates 

collected from June 2014 – January 2015.  

The MICs for the 2400 genogroup has now been provided exemplified by the index strain. 

Unfortunately, a full spectrum susceptibility test was not available.  

 

c) Lines 163-164: How many NG-MAST STs were identified? Twelve NG-MAST STs (ST10008, 

ST9819, ST9817, ST9976, ST210, ST11783, ST2400, ST1387, ST9816, ST9975, ST9977, and 

ST7200) were included in Figure 1, page 16.  

I am assuming that 10 STs were assigned to the 102 isolates collected from 2012 – 2013 and 2 

additional STs were identified among the ciprofloxacin resistant isolates collected from 2014 – 

January 2015. Please clarify.  

This is correct and has been stated in the manuscript already, we believe.  

 

6) Discussion  

Lines 215 – 217: Can the authors provide additional information on the first case of ciprofloxacin 

resistance associated with treatment failure in a small settlement south of Nuuk? Does this case fulfill 

the criteria for a verified treatment failure (Expert Rev Anti Infect Ther 2009; 7: 821–834)? What was 

the ciprofloxacin MIC? Was the patient retreated with a different antibiotic? Was the isolate further 

characterized? Were the additional 4 resistant isolates obtained by “careful partner tracing” 

characterized?  

It is now mentioned that the index ST2400 strain was obtained after ciprofloxacin treatment failure as 

well as the MICs.  

 

Table 1 Page 13: The authors should consider adding ciprofloxacin MIC data to Table 1 and the 

footnotes should include MIC breakpoints for all the antibiotics tested.  

It is stated in the text that all G2400 strains were resistant to ciprofloxacin and the breakpoints for are 

now included in the table  
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Figure 1 legend, page 14: “The 20 strains isolated during the outbreak of ciprofloxacin resistant N. 

gonorrhoeae are marked with grey shading”  

The authors should ensure that the data presented in Figure 1 are consistent with those described in 

the text. A total of 120 isolates described in the text included 102 isolates collected from 2012-2013 

plus 18 isolates collected during the outbreak of ciprofloxacin resistant N. gonorrhoeae strain.  

Sorry for the typo – it has now been corrected 

VERSION 2 – REVIEW 

REVIEWER Olusegun O. Soge, PhD 
University of Washington, Seattle, WA, USA 

REVIEW RETURNED 11-Jun-2016 

 

GENERAL COMMENTS The authors have adequately addressed my comments, and the 
revised manuscript has been greatly improved.  
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